‘suor8al you-Ly ui seuad 0} s1eJal I, + V,, ‘suewiny uj,
'suo18a1 you-no) ur sauas 0} s18jal ) + 9),, ‘swewWny u[,
‘uorsserdxa auag Jo s[oAs] MO[ IIM sauel s8jousp MO,
‘uorssazdxa aua8 jo s[aas] yS1y qam seual seyousp YSIf,

*90BJp[Oq UT UMOYS

are saua8 moT o} ur seSesn Surpuodsaiiod 18y} pue seusf ySify oYy ul adesn 1seYSIY 8Y} YIIM SUOPOD :9JON

"(8861) ‘T8 10 dIeyS WOl PayIPOA :92IN0S

08°'0 €Ll P11l 88’1 29°0 I8°L 29°0 99°'1 onn
02'1 L2°0 980 1’0 8€'1 61°0 €e'1 $€°0 nnnN aqd
$¥9°0 rAN() 84°0 00°0 Go'L 000 0¢'0 10°0 vav
9.°0 X A4 €6°0 92'¢ 99°0 i 74§ A A 16°C onv
091 ¢vo L2°'1 ¥.°0 621 971 8€'1 8%v'0 nnav 911
611 8L°C 08't 64°1 €6°0 200 62’1 o¥o N9
080 I1°0 €G°0 900 8T'L 000 €9°'1 L'l 8]
69°0 €0'1 €6°0 6G°'1 92°0 16°'L 660 80°0 oNno
1A " 60°0 ¥.°0 9¢'0 E€T’1 L0°'C 60'1 | 8 A4 nno [eA
8€'1 88°¢ $0°C [ 'YAS 4 $8°0 200 022 20 oND
LGS0 ¢T'0 090 900 G6'0 G110 1€°0 ¥0°0 VO
080 YA AN 06°0 YAAN) 160 000 G9'0 LT°0 oNno
97'1 0Z°0 080 GZ'0 €20 00 AN €10 nno
10'T 1€°0 GO'L 69°0 8’1l pec .80 L0°0 NN
66°0 c00 290 €0°0 6¥%'1 6¥%'0 ¥Z'1 90°'0 vin na
pL+V  D+9 Mol yStH  mOT] YSIH ¢MOT  LYSIH  uopoD POV
ourury
ﬁmEﬂm %ﬁ nnrq }sea X wﬁmuomm

‘uewny pue ‘(1agspSounfaul “(7) Afj YInIJ ‘(8DISIASI0
‘G) 1seak ‘(1700 *q) B1I830Rq UI (1]DSY) 93eSn UOPOD SNOWAUOUAS 8ATIR[9Y G'T 9[qEL



(a) Escherichia coli (b) Saccharomyces cerevisiae
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FIGURE 4.13 Diagram illustrating the relationship between the relative frequency
of codon usage for leucine (open bars) and the relative abundance of the corre-
sponding cognate tRNA species (gray bars) in (a) Escherichia coli and (b) the yeast
Saccharomyces cerevisiae. The plus signs between codons indicate that the two
condons are recognized by a single tRNA species (e.g., both CUC and CUU in E.
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